The title structure, C 22 H 22 BrNOS 2 , is a triclinic modification. Whereas the other reported modification crystallizes with just one molecule in the asymmetric unit, the present modification has Z 0 = 2. The six-membered cyclohexene ring adopts an envelope conformation, with the C atom bearing the two methyl groups representing the flap. This atom deviates by 0.674 (4) Å from the plane passing through the other five atoms of the ring (r.m.s. deviation = 0.027 Å ). For the second independent molecule, the deviation is 0.669 (3) Å and the r.m.s. deviation is 0.010 Å . The molecular conformation of both molecules is stabilized by intramolecular N-HÁ Á ÁS hydrogen bonds. 
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Experimental
To a solution of 3-(4-bromoanilino)-5,5-dimethyl-cyclohex-2-en-1-one (0.1 mol) in DMSO (20 ml) and sodium hydroxide (0.1 mol) in water (1 ml) was added carbon disulphide (0.3 mol). The mixture was kept at 263 K for 20 min. Benzyl bromide (0.1 mol) was added. The mixture was left for 24 h, after which it was quenched with water (200 ml) and then acidified with 10% hydrochloric acid. The resulting precipitate was collected by filtration, dried and purified on a silica gel column (30% ethyl acetate in hexane) to give orange crystals (40% yield).
Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H 0.93 to 0.99 Å) and were included in the refinement in the riding model approximation, with U(H) set to 1.2 to 1.5U(C). The methyl groups were allowed to rotate but not to tip.
The amino H-atoms were located in a difference Fourier map, and were refined with a distance restraint of N-H 0.88±0.01 Å; their isotropic displacement parameters were freely refined. Figures   Fig. 1 . Anisotropic displacement ellipsoid plot (Barbour, 2001 ) plot of the two indepedent molecules of C 22 H 22 BrNOS 2 at the 70% probability level; hydrogen atoms are drawn as spheres of arbitrary radius.
Benzyl 2-(4-bromoanilino)-4,4-dimethyl-6-oxocyclohex-1-enecarbodithioate 2 restraints Extinction correction: none Primary atom site location: structure-invariant direct methods (11 
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